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Crystalographic Refinement Details
Data for 1-2 were collected using the Incoatec Microfocus IμS (Cu K α , λ = 1.54178 Å) and a multilayer mirror monochromator, and 3-5 were collected using the Mo Kα fine-focus sealed tube (λ = 0.71073 Å) and a graphite monochromator. The frames were integrated with the Bruker SAINT software package [1] using a narrow-frame algorithm. Data were corrected for absorption effects using the Multi-Scan method (SADABS) [2] . The structures were solved and refined using the Bruker SHELXTL Software Package within OLEX2 [3] . Non-hydrogen atoms were refined anisotropically. Hydrogen atoms were placed in geometrically calculated positions with Uiso = 1.2Uequiv of the parent atom (Uiso = 1.5Uequiv for methyl). In compound 2, one isopropyl group was found to be disordered over two positions. The relative occupancy of the two positions was freely refined, and a constraint was used on the anisotropic displacement parameters of the disordered methine carbons only. In compound 5, the ethyl moiety was found to crystallize in two different orientations. The relative occupancies of the two positions were freely refined without the use of any constraints or restraints. 
